
S4 Fig. Correlations between Luminex, ICS, ELISPOT and CFSE proliferation assays. 
Volunteers' PBMCs were restimulated using personalized 15-mer peptide pools in either 
Luminex, ICS, ELISPOT or CFSE prolifeation assays as described in Materials and Methods. 
Correlation significance was determined using the Prism 6 software and P values (two-tailed) 
are given in the title of each graph. 
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